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Score E
Sequences producing significant alignments: (bits) Value
gi]9998888|emb|AJ278916.1|PPA278916 Porcine parainfluenza v... 3283 0.0
gi[40218085|gb|AY491509.1| Canine parainfluenza virus fusio... 3196 0.0
gi|2981085|gb|AF052755.1|AF052755 Simian parainfluenza viru... 3108 0.0
gi|4127234|dbj|AB021962.1| Simian parainfluenza virus 5 mRN... 3108 0.0
gi[335116|gb|K02253.1|SV5PFC Simian virus 5, protein F mRNA... 3108 0.0
gi|49455228 |emb|AJ749980.1 | Simian virus 5 P gene for phosp... 3069 0.0
gi|49455252 |emb|AJ749992.1 | Simian virus 5 F gene for fusio... 3061 0.0
gi|49455246|emb|AJ749989.1| Simian virus 5 F gene for fusio... 3051 0.0
gi|49455240|emb|AJ749986.1| Simian virus 5 F gene for fusio... 3051 0.0
gi|49455244 |emb|AJ749988.1| Simian virus 5 F gene for fusio... 3035 0.0
gi 49455250 |emb|AJ749991.1| Simian virus 5 F gene for fusio... 3029 0.0
gi]49455248|emb|AJ749990.1] Simian virus 5 F gene for fusio... 3029 0.0
gi|49455242 |emb|AJ749987.1| Simian virus 5 F gene for fusio... 3027 0.0
gi|6070393|dbj|AB033629.1| Simian parainfluenza virus 5 SV5... 2942 0.0
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gi[34194404|gb|BC032915.2| Homo sapiens cDNA clone IMAGE:52... 44 1.0
gi|46200439|emb|BX072558.7| Zebrafish DNA sequence from clo... 44 1.0
gi|45725459 | emb|BX255895.6 | Zebrafish DNA sequence from clo... 44 1.0
gi|61985]emb|X57559.1 | SNDNPPMF Parainfluenza type 2 virus N... 44 1.0
gi]12057238|emb|AL390878.6| Human DNA sequence from clone R... _ 44 1.0
gi|26655523|gb|AF533012.1| Human parainfluenza virus 2 stra... _ 44 1.0
gi|17149791|gb|AC073957.7| Homo sapiens BAC clone RP11-449P... _ 44 1.0
gi|51890190 |emb|BX664731.12| Zebrafish DNA sequence from cl... 44 1.0
gi]332698|gb|M60182.1|PIFFPRO Human parainfluenza virus typ... 44 1.0
gi]332696|gb|M55698.1|PIFFOPB Human parainfluenza type 2 vi... 44 1.0 5
gi|45774100|emb|CR382279.1| M.truncatula DNA sequence from ... 42 4.0
gi|50839038|gb|AC102229.7| Mus musculus chromosome 15, clon... 42 4.0
gi|50203518|gb|AC142256.4| Mus musculus chromosome 3 clone ... 42 4.0
gi|50199014|gb|AC145219.16| Medicago truncatula clone mth2-... 42 4.0
gi]11493281|emb|AL356288.15| Human DNA sequence from clone 42 4.0
gi|17402760|gb|AC026703.4| Homo sapiens chromosome 5 clone ... 42 4.0
gi]1082158|emb|7z68121.1|CET24D3 Caenorhabditis elegans cosm... 42 4.0
gi|46240889|gb|AC118249.11| Mus musculus chromosome 19, clo... 42 4.0
gi|26093895|dbj|AK050310.1| Mus musculus adult male liver t... 42 4.0 lﬂ
gl 46559239 |emb|BX649547.7| Zebrafish DNA sequence from clo... 42 4.0

Alignments

Get selected sequences Select all Deselect all

[:>qi\9998888lembIAJ2789l6.l|PPA278916 Porcine parainfluenza virus mRNA for fusion protein (f gene)
Length = 1656

Score = 3283 bits (1656), Expect = 0.0
Identities = 1656/1656 (100%)
Strand = Plus / Plus

Query: 1 atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcagectt 60

Sbjct: 1 atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcageectt 60

Query: 61 gatccagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat 120

Sbjct: 61 gatccagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat 120

Query: 121 tatactgaggcctcatcagcattcattgttgtgaagttaatgcctacaattgactcgecg 180

Sbjct: 121 tatactgaggcctcatcagcattcattgttgtgaagttaatgcctacaattgactcgecg 180

Query: 181 attagtggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta 240
Sbjct: 181 attagtggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta 240
Query: 241 cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga 300

Frrrrrrrrreerrrrerrrrrererrr e ettt et e e
Sbjct: 241 cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga 300

Query: 301 cgccggtttgcaggggtggtgattggattagectgcattaggagtagectactgeccgecacag 360
FEErrrrrrrerrrrrerrrrrer et e ettt ettt e
Sbjct: 301 cgccggtttgcaggggtggtgattggattagectgcattaggagtagectactgecgcacag 360

Query: 361 gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatcte 420

Sbjct: 361 gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatcte 420

Query: 421 aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca 480

Sbjct: 421 aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca 480

Query: 481 ctaggaacggcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt 540

Sbjct: 481 ctaggaacggcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt 540
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

721

721

1021

1021

1081

1081

1141

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca
FEEEEEErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrre et rrrrrn

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca

attcaagctttaaggatcctactggggagtaccttgeccgactgtggtcgaaaaatctttce
FEEEEEEEErrr et rrrrrrrrrrrrrrrrrrrrerrr ettt r e
attcaagctttaaggatcctactggggagtaccttgeccgactgtggtcgaaaaatcttte

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta
FEEEEEErrrrr e rrrrrrrrrrrrrrrrrrrrrrrerrr ettt e e
gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta

ctctcagatgatacgatggcttgcctccaaggtaacttgacaagatgcaccttctctecg
FEEEEEEErrrr ettt rrrrrrrrrrrrrrrrrrerrre et e e e
ctctcagatgatacgatggcttgcctccaaggtaacttgacaagatgcaccttctecteecg

atcttgcctattgatccgttggatatatcccagaatctagctgecggtgaataagagtcta
FEEEEErrrrrr et rrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn
atcttgcctattgatccgttggatatatcccagaatctagectgecggtgaataagagtcta

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet
FEErrrrrrrerrrrrer e et e et et e e

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet

600

600

660

660

720

720

g 780

780

840

900

900

960

960

1020

1020

1080

1080

1140

1140

1200

1200

1260

1260

g 1320

1320

1380

1380

1440

1440

1500

1500
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

[:>gi\40218085\gb|AY491509.l|

1501

1501

1561

1561

1621

1621

ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaat 1560
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrerrr et et e e
ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaat 1560

ag gagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt 1620

I\I\I\IIII\I\I\I\II\I\I\I\ FEEEEEErrr et er e
agaatggagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt 1620

gagaaaaatcaacctgcaactcttggaacaagataa 1656

gagaaaaatcaacctgcaactcttggaacaagataa 1656

Score
Identi
Strand

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Length = 1656

= 3196 bits (1612), Expect = 0.0

ties

= 1645/1656 (99%)

= Plus / Plus

1

1

61

121

121

181

421

421

481

atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcageett 60
FEEEEEErrr ettt rrrrrrrrrrrrrrrrrrrrerrrer et e e e
atgggtactagaattcaatttctggtggtctcctgtctattggcaggagcaggcageett 60

gatccagcagccctcatgcaaatcggtgtcattccaacaaatgteccggcaacttatgtat 120
FEEE TRt rrrrrrrrrrrrrrerrr e et e e

gatctagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat 120
tatactgaggcctcatcagcattcattgttgtgaagttaatgecctacaattgactcgecg 180

tatactgaggcctcatcagcattcattgttgtgaagttaatgectacaattgactcgecg 180

attagtggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta 240

attagtggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta 240

gaaccagttgattccaactcggaggaga 300

tag
I\I\I\IIII\I\I\I\II\I\I\I\ ||||\I\I\I\II\I\I\I\IIII\I\I [T
cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcgggggaga 300

cgccggtttgcaggggtggtgattggattagetgcattaggagtagetactgeecgcacag 360
FEEEEErrrrrr et rrrrrrrrrrrrrrrrrrrrrrrerrre ettt rrrrrn
cgccggtttgcaggggtggtgattggattagectgcattaggagtagectactgeccgecacag 360

gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatcte 420
FEErrrrrrrerrrrr e et e et e et ettt e
gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatcte 420

tgtggtccaggccacacaatca 480

I\I\I\llll\l\l\l\ll\l\l\l\ ||||\I\I\I\ll\l\l\l\llll\l\ NN
aaaaatgc agcagttgcagatgtggtccaggccacgcaatca 480

ctaggaacggcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt 540

acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg 600
acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg 600

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca 660

accgagttgacaactatcttccacaatcaaattacaaaccccecgcattgagtcctattaca 660

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

Canine parainfluenza virus fusion protein mRNA, complete cds
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

661

721

721

781

1021

1021

1081

1081

1141

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

attcaagctttaaggatcctactggggagtaccttgeccgactgtggtcgaaaaatctttce
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrerrr et et e e
attcaagctttaaggatcctactggggagtaccttgeccgactgtggtcgaaaaatcttte

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta
FEEEEErrrrrr e rrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn
gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta

ctctcagatgatacgatggcttgcctccaaggtaacttgacaagatgcaccttctctecg
FEEEEEEEEr et e
ctctcagatgatacgatggcttgcctcccaagtaacttgacaagatgcaccttctcecteca

gt gagctttctcactcgattcatgetgttcgatggaatagtttatgcaaattge

I\I\I\IIII\I\I\I\II\I\I\I\I FEEEEEEEr e e et
gtggttgggagctttctcactcgattcgtgectgttcgatggaatagtttatgcaaattge

aggtcgatgttatgcaagtgcatgcagectgctgectgtgatectacagecgagttcatec

FEEEEEEEErr et rrrrrrrrrerrrrr et e e e
aggtcgatgttatgcaagtgcatgcagecctgatgctgtgatcectacagecgagttcatee

atcttgcctattgatccgttggatatatcccagaatctagctgecggtgaataagagtcta
FEEEEErrrrrr et rrrrrrrrrrrrrrrrrrrrrrerrr ettt rrrrrrn
atcttgcctattgatccgttggatatatcccagaatctagectgecggtgaataagagtcta

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcaget
FErrrrrrrrerrrrrerrrrrer et e et et r e e

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet

m

gaagttattgaccattgtcactgctaatcgaaat

I\I\I\llll\l\l\l\ll\l\l\l\ ||||\|\|\|\||\|\I\I FEEEEEEEErrrrd
ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcgectgctaatcgaaat

720

720

780

840

840

900

900

960

960

1020

1020

1080

1080

1140

1140

1200

1200

1260

1260

g 1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi
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Query:

Sbjct:

1621

1621

gagaaaaatcaacctgcaactcttggaacaagataa 1656

gagaaaaatcaacctgcaactcttggaacaagataa 1656

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

[:>gi\2981085|gb\AFO52755.1\AFO52755 [J Simian parainfluenza virus 5 nucleocapsid protein (NP), V protein a

Score
Identi
Strand

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

phosphoprotein (V/P), membrane protein (M), fusion
protein (F), small hydrophobic protein (SH),
hemagglutinin-neuraminidase protein (HN), and L protein

(L) genes, complete cds

Length = 15246

= 3108 bits (1568), Expect = 0.0

ties

= 1634/1656 (98%)

= Plus / Plus

4530

61

4590

121

4650

4890

421

4950

atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcagectt
FEEEEEEEErrr ettt rrrrrrrrrrrrrrrrrrerrr et e e e e
atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcagectt

cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga

Frrrrrrrrrerrrrrerrrrrr e et et e e e e
cagccgatcggtgagaatttggagacgattaggaaccagttgattccaactcggaggaga

cgccggtttgcaggggtggtgattggattagectgcattaggagtagctactgeccgecacag
FEEEEErrrrrr e rrrrrrrrrrrrrrrrrrrrrrrerrre et rrrrrn
cgccggtttgcaggggtggtgattggattagectgcattaggagtagctactgeccgcacag

gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatctce
FEEEEEEErrrrrr e rrrrrrrerrr et et e e e
gtcactgccgcagtggcactagtaaaggcaaatgaaaatgctgcggctatactcaatctce

aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca

aaaaatgcaatccaaaaaacaaatgcagcagttgcagatgtggtccaggccacacaatca

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca

accgagttgacaaccatcttccacaatcaaattacaaaccctgcattgagtcccattaca

attcaagctttaaggatcctactggggagtaccttgeccgactgtggtcgaaaaatcttte
FEEEEEErrrrr e rrrrrrrrrrrrrrrrrrrrrrrererer et rrrrrn
attcaagctttaaggatcctactggggagtaccttgccgactgtggtcgaaaaatctttce

aatacccagataagtgcagctgagcttctctcatcagggttattgacaggccagattgtg

60

4589

120

4649

g 180

4709

240

4769

300

4829

360

4889

420

4949

480

5009

540

5069

600

5129

660

5189

720

5249

780
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Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

5250

5490

1021

5550

1081

5610

1141

5670

1201

5730

1261

5790

1321

5850

1381

5910

1441

5970

1501

6030

1561

6090

1621

6150

gtcatggcccaattaccaacacgtgttattgtgactggcagcttgatccaagecctatcce
FEEEEErrrrr et rrrrrrrrrrrerrr e et e rrrrrn
gtcatggcccaattaccaacacgtgttatggtgactggcagcttgatccaagectatccc

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta
FEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrrrrrrrrerrr et et e e

gcatcgcaatgcaccattacacccaacactgtgtactgtaggtataatgatgcccaagta

ctctcagatgatacgatggcttgcctccaaggtaacttgacaagatgcaccttctctecg
FEEEEEEErrr et e e
ctctcagatgatactatggcttgcctccaaggtaacttgacaagatgcaccttctctecca

gagctttctcactcgattcatgetgttcgatggaatagtttatgcaaattge

|\I\I\Illl\l\l\l\ll\l\l\l\| FEEETEEErr ettt
gtggttgggagctttctcactcgattegtgectgttegatggaatagtttatgcaaattge

aggtcgatgttatgcaagtgcatgcagectgctgectgtgatectacagecgagttcatec
FEEEEEEEErr et rrrrrrrrrrrrrrerrr et et e e
aggtcgatgttgtgcaagtgcatgcaacctgctgctgtgatcectacagecgagttcatee

accatcactcaattggccaatgtaacctacaatagcaccatcaagcttgaaacatcccag
FEEEEEErrrrr e rrrrrrrrrrrrrrrrrrrrrrrerrrerer et trrrrrn

accatcactcaattggccaatgtaacctacaatagcaccatcaagcttgaatcatcccag

atcttgcctattgatccgttggatatatcccagaatctagctgecggtgaataagagtcta
FEEEEE Errrr ettt rrrrrrrrerrr ettt r e
atcttgtctattgatccgttggatatatcccaaaatctagctgcggtgaataagagtcta

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet
FErrrrrrrreerrrrerrrrrererrre et e et terrrr et r e

agtgatgcactacaacacttagcacaaagtgacacatatctttctgcaatcacatcagcet

acgactacaagtgtattatccataatggcaatctgtcttggatcgttaggtttaatatta

FEEEEEEEErrr ettt rrrrrrrrrrrrrrerrrer et e e e e
acgactacaagtgtattatccataatagcaatctgtcttggatcgttaggtttaatatta

gaagttattgaccattgtcactgctaatcgaaat

I\I\I\IIII\I\I\I\II\I\I\I\ ||||\I\I\|\||\I\I\I FETETEEEEErTd
ataatcttgctcagtgtagttgtgtggaagttattgaccattgtecgttgctaatcgaaat

gagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt

gaat
I\I\I\IIII\I\I\I\II\I\I\I\ Forrrrrrrr et r et r e
agaatggagaattttgtttatcataaataagcattccaccactcacgatctgatctcagt

gagaaaaatcaacctgcaactcttggaacaagataa 1656
FEEEEEEEErr el

gagaaaaatcaacctgcaactcttggaacaagataa 6185

5309

840

5369

900

5429

960

5489

1020

5549

1080

5609

1140

5669

1200

5729

1260

5789

1320

5849

1380

5909

1440

5969

1500

6029

1560

6089

1620

6149

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

9/30/2004 3:49 PM
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[ >gi]4127234|dbj|AB021962.1]

Score

Identities

Strand =
Query: 1
Sbjct: 30
Query: 61
Sbjct: 90
Query: 121
Sbjct: 150
Query: 181
Sbjct: 210
Query: 241
Sbjct: 270
Query: 301
Sbjct: 330
Query: 361
Sbjct: 390
Query: 421
Sbjct: 450
Query: 481
Sbjct: 510
Query: 541
Sbjct: 570
Query: 601
Sbjct: 630
Query: 661
Sbjct: 690
Query: 721
Sbjct: 750
Query: 781
Sbjct: 810
Query: 841
Sbjct: 870

Length = 1702

= 3108 bits (1568), Expect = 0.0

= 1634/1656 (98%)

Plus / Plus

atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcagectt
FEEEErrrrrr rrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrr ettt rrrrrrn
atgggtactattattcaatttctggtggtctcctgtctattggcaggagcaggcagectt

gatccagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat
FEEE L Errr e rrrrerrre et
gatctagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat

tatactgaggcctcatcagcattcattgttgtgaagttaatgectacaattgactcgecg

CEErrrrrerrrr e rrrrrrr et e e e e e
tatactgaggcctcatcggcattcattgttgtgaagttaatgecctacaattgactcgecg

cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga

FEEEEEEEErrr et rrrrrrrrrrrrrrrrrerrrrrrrrrrrrer
cagccgatcggtgagaatttggagacgattaggaaccagttgattccaactcggagaaga

gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatctce
FEEEEErrrrrr e rrrrrrrerrrer et e rrrrrn
gtcactgccgcagtagcactagtaaaggcaaatgaaaatgctgcggctatactcaatctce

aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca
FErrerrrrreerrrrerrrrrer rrre et et e e

aaaaatgcaatccaaaaaacaaatgcagcagttgcagatgtggtccaggccacacaatca

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca

accgagttgacaaccatcttccacaatcaaattacaaaccctgcattgagtcccattaca

aatacccagataagtgcagctgagcttctctcatcagggttattgacaggccagattgtg
FEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn
aatacccagataagtgcagctgagcttctctcatcagggttattgacaggccagattgtg

ggattagatttgacctatatgcagatggtcataaaaattgagctgccaactttaactgta
FEEEEEEErrr ettt rrrrrrrrrrrrrrrrrrererer et e rrrrrn
ggattagatttgacctatatgcagatggtcataaaaattgagctgccaactttaactgta

60

89

120

149

180

209

240

269

300

329

g 360

389

420

449

480

509

t 569

600

629

660

689

720

749

780

809

869

900

929

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

Simian parainfluenza virus 5 mRNA for fusion protein, complete cds

9/30/2004 3:49 PM
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Query: 901
Sbjct: 930
Query: 961
Sbjct: 990

Query: 1021

Sbjct: 1050

Query: 1081

Sbjct: 1110

Query: 1141

Sbjct: 1170

Query: 1201

Sbjct: 1230

Query: 1261

Sbjct: 1290

Query: 1321

Sbjct: 1350

Query: 1381

Sbjct: 1410

Query: 1441

Sbjct: 1470

Query: 1501

Sbjct: 1530

Query: 1561

Sbjct: 1590

Query: 1621

Sbjct: 1650

ggcccaattaccaacacgtgttattgtgactggcagcttgatccaagecctatccce

tcat
I\I\I\IIII\I\I\I\II\I\I\I\III CEETTEErrrr ettt
gtcatggcccaattaccaacacgtgttatggtgactggcagettgatccaagectateec

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta
FEEEEErrrrrrrr rrrrrrrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrrn

gcatcgcaatgcaccattacacccaacactgtgtactgtaggtataatgatgcccaagta

ctctcagatgatacgatggcttgcctccaaggtaacttgacaagatgcaccttctctecg
FEEEEEEErrr et et
ctctcagatgatactatggcttgcctccaaggtaacttgacaagatgcaccttctecteca

gt gagctttctcactcgattcatgetgttcgatggaatagtttatgcaaattge

I\I\I\IIII\I\I\I\II\I\I\I\I FEEEEEErr e e et
gtggttgggagctttctcactcgattcgtgectgttcgatggaatagtttatgcaaattge

aggtcgatgttatgcaagtgcatgcagectgctgctgtgatectacagecgagttcatec
FEEEEEEErrr ettt rrrrrrrrrrrrrrerrrer et e e e
aggtcgatgttgtgcaagtgcatgcaacctgctgctgtgatcectacagecgagttcatec

ac gccaatgtaacctacaatagcaccatcaagcttgaaacatcccag

accatcactcaattggccaatgtaacctacaatagcaccatcaagcttgaatcatcccag

atcttgcctattgatccgttggatatatcccagaatctagctgecggtgaataagagtcta
FEEEEEErrrrr e rrrrrrrrrrrrrrrrrrrrrrrerrr ettt e e
atcttgcctattgatccgttggatatatcccagaatctagectgecggtgaataagagtcta

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcaget
FErrrrrrrreerrrrerrrrrerrrrre et et terrrrr e e

agtgatgcactacaacacttagcacaaagtgacacatatctttctgcaatcacatcagcet

acgactacaagtgtattatccataatggcaatctgtcttggatcgttaggtttaatatta

FErrrrrrerrrrrrrrrrrr ettt r et e e e e
acgactacaagtgtattatccataatagcaatctgtcttggatcgttaggtttaatatta

at gaagttattgaccattgtcactgctaatcgaaat

I\I\I\llll\l\l\l\ll\l\l\l\ ||||\|\|\|\||\|\I\I FETETEEEErrrrd
ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcecgectgctaatcgaaat

agaatggagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt

I\I\I\IIII\I\I\I\II\I\I\I\ Frrrr el
agaatggagaattttgtttatcataaataagcattccaccactcacgatctgatctcagt

ga ctg ctcttggaacaagataa 1656
|\I\I\||||\|\I\I\II\I\I\I\IIlI\I\I\I

gagaaaaatcaacctgcaactcttggaacaagataa 1685

960

989

1020

1049

1080

1109

1140

1169

1200

1229

1260

1289

1320

1349

1380

1409

1440

1469

1500

1529

1560

1589

1620

1649

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

[:>gi\335116|gb|KO2253.1|SV5PFC Simian virus 5, protein F mRNA, complete cds

Length = 1873

Score = 3108 bits (1568), Expect = 0.0

Identities

= 1634/1656 (98%)

Strand = Plus / Plus

Query: 1

Sbjct: 194

ttggcaggagcaggcagcectt
I\I\I\Illl\l\l\l\ll\l\l\l\ ||||\|\I\I\||\|\|\|\||||\|\|\|\||\
atgggtact tctggtggtctectgtcetattggcaggagcaggcagectt

60

253

9/30/2004 3:49 PM
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

1154

tatactgaggcctcatcagcattcattgttgtgaagttaatgcctacaattgactcgecg
FEEEEEErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrre et rrrrrn
tatactgaggcctcatcagcattcattgttgtgaagttaatgcctacaattgactcgecg

attagtggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta
FEErrrrrrrerrrrrerrrrre et e et et e e

attagtggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta

cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga

FErrrrrrerrrrrrrrerr et rerr e e et e e e e
cagccgatcggtgagaatttggagacgattaggaaccagttgattccaactcggaggaga

cgccggtttgecaggggtggtgattggattagectgcattaggagtagetactgeegeacag

FEEEEEEEErrr ettt rrrrrrrrrrrrrrerrr ettt r e
cgccggtttgecaggggtggtgattggattagetgcattaggagtagectactgecegecacag

gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatctce

FEEEEEEEErrrrr e rrrrrrrerrr et e e
gtcactgccgcagtggcactagtaaaggcaaatgaaaatgctgcggctatactcaatcte

aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca

aaaaatgcaatccaaaaaacaaatgcagcagttgcagatgtggtccaggccacacaatca

ctaggaacggcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt
FEEEEEErrrrr e rrrrrrrrrrrrrrrrrrrrrrrerrr ettt e e
ctaggaacggcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt

acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttyg
FEEEEEEErrrr ettt rrrrrrrrrrrrrrrrrrerrre et e e e
acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca

accgagttgacaaccatcttccacaatcaaattacaaaccctgcattgagtcccattaca

caacctgcaacccagatcatagatctggccaccatttctgcattcattaacaatcaagaa
FEEEEErrrrrr et rrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn

caacctgcaacccagatcatagatctggccaccatttctgcattcattaacaatcaagaa

gtcatggcccaattaccaacacgtgttattgtgactggcagcttgatccaagectatccce
FEEEEEEErrrr et rrrrrrrrrrrerrr e et e e e
gtcatggcccaattaccaacacgtgttatggtgactggcagcttgatccaagectatccece

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta
FEEEEEEErrrrrr et rrrrrrrrrrrrrrrrrrerrr et e e

gcatcgcaatgcaccattacacccaacactgtgtactgtaggtataatgatgcccaagta

120

313

180

373

240

433

300

493

360

553

420

613

480

673

540

733

600

793

660

853

720

913

780

973

840

1033

900

1093

960

1153

1020

1213

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

9/30/2004 3:49 PM
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

[ >9i149455228 | emb|AJ749980.1]

1021

1214

1081

1274

1141

1334

1201

1394

1261

1454

1321

1514

1381

1574

1441

1634

1501

1694

1561

1754

1621

1814

ctctcagatgatacgatggcttgcctccaaggtaacttgacaagatgcaccttctctecg
FEEEEEEErr et et e e e e e e r e
ctctcagatgatactatggcttgcctccaaggtaacttgacaagatgcaccttctcteca

gtggttgggagctttctcactcgattcatgectgttegatggaatagtttatgcaaattge

FErrrrrrrrrrrrrrrrrrrrrrr et terrr e e e e e e
gtggttgggagctttctcactcgattcgtgectgttcgatggaatagtttatgcaaattge

aggtcgatgttatgcaagtgcatgcagectgctgctgtgatectacagecgagttcatec
FEEEEEEErrr ettt rrrrrrrrrrrrrrerer ettt rr e
aggtcgatgttgtgcaagtgcatgcaacctgctgctgtgatcectacagecgagttcatee

ac gccaatgtaacctacaatagcaccatcaagcttgaaacatcccag

accatcactcaattggccaatgtaacctacaatagcaccatcaagcttgaatcatcccag

atcttgcctattgatccgttggatatatcccagaatctagctgecggtgaataagagtcta
FEEEEr rrrrr et rrrrrrrrerrr et e e e e
atcttgtctattgatccgttggatatatcccaaaatctagctgcggtgaataagagtcta

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet
FErrrrrrrrerrrrrerrrrrererrre et e e terrrrrr e e

agtgatgcactacaacacttagcacaaagtgacacatatctttctgcaatcacatcagcet

acgactacaagtgtattatccataatggcaatctgtcttggatcgttaggtttaatatta

CErrrrrrerrrrrrrrerrr ettt e e et
acgactacaagtgtattatccataatagcaatctgtcttggatcgttaggtttaatatta

at gaagttattgaccattgtcactgctaatcgaaat

I\I\I\llll\l\l\l\ll\l\l\l\ ||||\|\|\|\||\|\I\I FETETEEEETTd
ataatcttgctcagtgtagttgtgtggaagttattgaccattgtegttgctaatcgaaat

agaatggagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt

I\I\I\IIII\I\I\I\II\I\I\I\ Frrrr ettt
agaatggagaattttgtttatcataaataagcattccaccactcacgatctgatctcagt

ga ctg ctcttggaacaagataa 1656
|\I\I\||||\|\I\I\II\I\I\I\IIlI\I\I\I

gagaaaaatcaacctgcaactcttggaacaagataa 1849

Length = 1656

3069 bits (1548), Expect = 0.0

= 1629/1656 (98%)

= Plus / Plus

Score =

Identities

Strand
Query: 1
Sbjct: 1
Query: 61
Sbjct: 61
Query: 121
Sbjct: 121

gatccagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat

FEEEEEEEErr trr e rrrrrrrrrrrrrrerrrer e e
gatccagcagcactcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat

Simian virus 5 P gene for phosphoprotein,

1080

1273

1140

1333

1200

1393

1260

1453

1320

1513

1380

1573

1440

1633

1500

1693

1560

1753

1620

1813

120

120

g 180

180

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

genomic RNA, isolate CPI+

9/30/2004 3:49 PM
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

181

421

421

481

721

721

781

1021

1021

1081

1081

attagtggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta
FErrrrrrrrerrrrrerrrrrer et terrr et e e e

attagtggatgtaatataacatcaattccaagctataatgcaacagtgacaaaactccta

cgccggtttgecaggggtggtgattggattagectgcattaggagtagetactgecgeacag

FEEEEEEEErrr et rrrrrrrrrrrrrrrrrrerrrerer et rrrrnd
cgccggtttgecaggggtggtgattggattagetgcattaggagtagetactgectgcecacag

aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca

aaaaatgcaatccaaaaaacaaatgcagcagttgcagatgtggtccaggccacacaatca

ctaggaacggcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt
FEEEEErrrrrr et rrrrrrrrrrrrrrrrrerrre et rr e
ctaggaacggcagttcaagcagtccaagatcacataaacagtgtggtaagtccagcaatt

acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttyg
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrerrr e et e e e
acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg

ggattagatttgacctatatgcagatggtcataaaaattgagctgccaactttaactgta

FErrrrrrrreerr rerrrrrrrrrrr e et et e e e
ggattagatttgacttatatgcagatggtcataaaaattgagctgccaactttaactgta

caacctgcaacccagatcatagatctggccaccatttctgcattcattaacaatcaagaa
FEEEEEErrr et e r e

caacctgcaacccagatcatagatctggccaccatatctgcattcattaacaatcaagag

gtcatggcccaattaccaacacgtgttattgtgactggcagcttgatccaagectateccce
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrrrerer ettt e e e
gtcatggcccaattaccaaaacgtgttattgtgactggcagcttgatccaagectatcce

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta

gcatcgcaatgcactattacacccaacactgtgtactgtagatataatgatgcccaagta

ct gtaacttgacaagatgcaccttctcteeg

I\I\I\llll\l\l\l\ll\l\l\ I\llll\l\l\l\ll\l\l\l\||||\|\|\|\||
ctctcagatgatacgatggcttgectccaaggtaacttgacaagatgcaccttetcteca

gt gagctttctcactcgattcatgctgttcgatggaatagtttatgcaaattge

|\I\I\IIII\I\I\I\II\I\I\I\| FEEETEEEEr el
gtggttgggagctttctcactcgattegtgetgttegatggaatagtttatgcaaattge

240

240

300

300

360

360

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

1020

1020

1080

1080

1140

1140

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

9/30/2004 3:49 PM
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

[:>gi\49455252\emb\AJ749992.1\

1141

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

aggtcgatgttatgcaagtgcatgcagcctgctgectgtgatcctacagecgagttcatec
CEorrrrrerr rrrrrerrr e et e e e e et e e e
agatcgatgttgtgcaagtgcatgcagcctgectgctgtgatcctacageccgagttcatee

cctgtaactgtcattgacatgtacaaatgtgtgagtctgcagecttgacaatctcagatte

FEEEE PEErrr et rrrrrrrrrrrrrrrrrrrerrrerrr e rrrrrr
cctgtgactgtcattgacatacacaaatgtgtgagtctgcagcttgacaatctcagacte

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet
FEEEErrrrrr et et rr e

agtgatgcactacaaaacttagcacaaagtgacacatacctttctgcaatcacatcagcet

acgactacaagtgtattatccataatggcaatctgtcttggatcgttaggtttaatatta
FEEEEEEErrrr e rerrrrrrrrrrrrerrrer et e rrrrer |
acgactacaagtgtattatccataatagcaatctgtcttggatcgttaggtttaatatca

ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaat

FEErrrrrerrrrrrerer rrrrrerr reer rrrrrrrrr et rerrr e
ataatcttgctcagtgtagctgtgtggaggttactgaccattgtcgctgctaatcgaaat

ag gagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt

|\I\I\||||\I\I\I\ll\l\l\l\llll\l\l\ FEEETEEEErrrrrrrrrrrrnl
agaatggagaattttgtttatcataattcagcattttaccactcacgatctgatctcagt

ga caactcttggaacaagataa 1656
I\I\|\||||\|\I\I\II\I\I\I\IIII\I\I\I

gagaaaaatcaacctgcaactcttggaacaagataa 1656

Score
Identi
Strand

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Length = 1656

= 3061 bits (1544), Expect = 0.0

ties

= 1628/1656 (98%)

= Plus / Plus

1

61

121

121

181

gatccagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat

FEEEEEEEErr ettt rrrrrrrrrrrrrrrrrrerrrer et e
gatccagcagcactcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat

gatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta

attagtggatgtaatataacatcaattccaagctataatgcaacagtgacaaaactccta

cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga
FEEEEErrrrrr et rrrrrrrrrrrrrrrrrrrrrererer et e e e
cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga

Simian virus 5 F gene for fusion protein,

1200

1200

1260

1260

g 1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

120

120

g 180

180

240

240

300
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

1021

1021

1081

1081

1141

1141

1201

1201

1261

taggagtagctactgccgcacag
I\I\I\IIII\I\I\I\II\I\I\I\ I||I\I\I\I\II\I\I\I\IIII\I\ FEETT
cgccggtttgcaggggtggtgattggattagectgcattaggagtagctactgectgcacag

aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca

aaaaatgcaatccaaaaaacaaatgcagcagttgcagatgtggtccaggccacacaatca

ggaacggcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt

I\I\I\IIII\I\I\I\II\I\I FEErrrrrrrre et et e e e e
ctaggaacggcagttcaagcagtccaagatcacataaacagtgtggtaagtccagcaatt

acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg
FEEEEErrrrrr e rrrrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn
acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca
FEEEEEEEErrr et rrrrrrrrrrrrrrrrrrrrrr ettt e rrrrrn

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca

ggattagatttgacctatatgcagatggtcataaaaattgagctgccaactttaactgta

FEEEEEEEErrrrr et rrrrrrrrrrrrrrrrrrerrrer e e et rrrnd
ggattagatttgacttatatgcagatggtcataaaaattgagctgccaactttagctgta

caacctgcaacccagatcatagatctggccaccatttctgcattcattaacaatcaagaa

caacctgcaacccagatcatagatctggccaccatatctgcattcattaacaatcaagag

gtcatggcccaattaccaacacgtgttattgtgactggcagcttgatccaagectatcce
FEEEEEErrrrrr et rrrrrrrrrrrrrrrrrrrrrerrr e et rrrrrrn
gtcatggcccaattaccaaaacgtgttattgtgactggcagcttgatccaagectatccce

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta
FEEEEEEErrr ettt et rerrr et e e e

gcatcgcaatgcactattacacccaacactgtgtactgtagatataatgatgcccaagta

ct gtaacttgacaagatgcaccttctcteeg

I\I\I\llll\l\l\l\ll\l\l\ I\llll\l\l\l\ll\l\l\l\||||\|\|\|\||
ctctcagatgatacgatggcttgectccaaggtaacttgacaagatgcaccttetcteca

gt gagctttctcactcgattcatgetgttcgatggaatagtttatgcaaattge

|\I\I\llll\l\l\l\ll\l\l\l\| FEEETEEEEr el
gtggttgggagctttctcactcgattegtgectgttegatggaatagtttatgcaaattge

aggtcgatgttatgcaagtgcatgcagectgctgectgtgatectacagecgagttcatec
P Errrr et e rrrrerrrer et r e
agatcgatgttgtgcaagtgcatgcagecctgctgctgtgatectacagecgagttcatee

cctgtaactgtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagattc

FErre rrrreerrrrerrr rrrrrrr et e et e e e e e e
cctgtgactgtcattgacatacacaaatgtgtgagtctgcagecttgacaatctcagactce

accatcactcaattggccaatgtaacctacaatagcaccatcaagcttgaaacatcccag

360
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420

420

480

480

540

540

600

600

660

660

720

720

g 780

780

840

840

900

900

960
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1020

1080
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Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

[:>gi\49455246\emb\AJ749989.1\

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcaget

agtgatgcactacaaaacttagcacaaagtgacacatacctttctgcaatcacatcaget

acgactacaagtgtattatccataatggcaatctgtcttggatcgttaggtttaatatta
FEEEEErrrr e rerrrrrrrrrrrrerrrer et e rrrrrer |
acgactacaagtgtattatccataatagcaatctgtcttggatcgttaggtttaatatca

ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaat
FEEEEEEErrrr et et et rrrrrrrerer terrrrrrrrrrn
ataatcttgctcagtgtagctgtgtggaggttactgaccattgtcgctgctaatcgaaat

agaatggagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt
FEEEEEErrrrr e rrrrrrrr et et e rrrrrn
agaatggagaattttgtttatcataattcagcattttaccactcacgatctgatctcagt

gagaaaaatcaacctgcaactcttggaacaagataa 1656
FEEEEEEErrrr et e e el

gagaaaaatcaacctgcaactcttggaacaagataa 1656

Score
Identi
Strand

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Length = 1656

= 3051 bits (1539), Expect = 0.0

ties

= 1620/1647 (98%)

= Plus / Plus

10

10

70

70

ataattcaatttctggtggtctcctgtctattggcaggagcaggcagecttgatccageca
FEEEEEEErrrr e rrrrrrrrrrrrrrrrrrrrrerer terrrrrrrrrrn
ataattcaatttctggtggtctcctgtctattggcaggagcaggcggeccttgatccagea

gccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtattatactgag
FEEEEEEEErr e rrrrrrrrrrrrrrrrrrerrr ettt e e e
gccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtattatactgag

ggtgagaatttggaaacgattaggaaccagttgattccaactcggaggagacgccggttt

FEEEEEEEErrrrr e rrrrrrrrrrrrrrerrrererrr e e
ggtgagaatttggagacaattaggaaccagttgattccaactcggaggagacgccggttt

gcaggggtggtgattggattagctgcattaggagtagctactgccgcacaggtcactgece
FEEEEErrrrr et rrrrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn
gcaggggtggtgattggattagctgcattaggagtagctactgccgcacaggtcactgece

gcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatctcaaaaatgcea
Frrrrrrrrreerrrrerrrrrer rrrr et et e e e

gcagtagcactagtaaaggcaaatgaaaatgctgcggctatactcaatctcaaaaatgca

atccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatcactaggaacyg

Simian virus 5 F gene for fusion protein,

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620
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129
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Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

1030

1030

1090

1090

1150

1150

1210

1210

1270

1270

1330

1330

1390

atccaaaaaacaaatgcggcagttgcagacgtggtccaggccacacaatcactaggaacyg

acaactatcttccacaatcaaattacaaaccctgcattgagtcctattacaattcaagcet
FEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrrn

acaactatcttccacaatcaaattacaaaccctgcattgagtcctattacaattcaaget

ttaaggatcctactggggagtaccttgccgactgtggtcgaaaaatctttcaatacccag
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrrrerrr et et e rrrrrn
ttaaggatcctactggggagtaccttgccgactgtggtcgaaaaatctttcaatacccag

ataagtgcagctgagcttctctcatcagggttattgacaggccagattgtgggattagat
FEEEEEEErrr e rrrrrerrr et et
ataagtgcagctgagcttctctcatcagggttattaacaggccagattgtgggattagat

caattaccaacacgtgttattgtgactggcagcttgatccaagcctatcccgecatcgeaa

FEEEEEEEErrr ettt rrrrrrrrrrrrrrrrrrrrerrrrrrr e et
caattaccaacacgtgttatggtgactggcagcttgatccaagecctatccegecatctcaa

tgcactattacacccaacactgtgtactgtaggtataatgatgcccaagtactctcagat
FEEErrrr rrrrrrr e rrrrrrrrrrrrrrrrrrrrrerrrrr et r e
tgcactatcacacccaacactgtgtactgtaggtataatgatgcccaagtactctcagat

gatacgatggcttgcctccaaggtaacttgacaagatgcaccttctctececggtggttggg
FEEEE Lrrrrr et rrrrrrrrrrrrrrrrrrrrrrrerererrrt trrrrrrn
gatactatggcttgccttcaaggtaacttgacaagatgcaccttctcteccagtggttggg

agctttctcactcgattcatgctgttcgatggaatagtttatgcaaattgcaggtcgatyg
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn
agctttctcactcgattcgtgctgttcgatggaatagtttatgcaaattgcaggtcgatg

ttatgcaagtgcatgcagcctgctgctgtgatcctacagecgagttcatcecectgtaact

PR rr et rrrrrrrrrrrrrerrr et
ttgtgcaagtgcatgcagcecctgetgetgtgatectacagecgagttcatcecctgtaact

gtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagattcaccatcact

FEEEEEEEEr et e rrerrrrr et e e
gtcattgacatgtacaaatgtgtgagtttgcagcttgataatctcagattcaccatcact

ca gccaatgtaacctacaatagcaccatcaagcttgaaacatcccagatcttgect

caattggccaatgtaacctacaatagcaccatcaagcttgaatcatcccagatcettgect

attgatccgttggatatatcccagaatctagctgcggtgaataagagtctaagtgatgeca
FEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrrn
attgatccgttggatatatcccagaatctagctgcggtgaataagagtctaagtgatgcea

489

549

609

609

669

669

729

729

789

789

849

909

909

969

969

1029

1029

1089

1089
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1149

1209

1209
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1269
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1329

1389

1389
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Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

[:>gi\49455240\emb\AJ749986.1\

1390

1450

1450

1510

1510

1570

1570

1630

1630

ctacaacacttagcacagagtgacacatacctttctgcaatcacatcagctacgactaca

agtgtattatccataatggcaatctgtcttggatcgttaggtttaatattaataatcttyg

FEEEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrerrrert trrrrrrrrrrrrn
agtgtattatccataatagcaatctgtcttggatcgttaggtttcatattaataatcttg

gaagttattgaccattgtcactgctaatcgaaatagaatggag

I\I\|\||||\|\I\I\II\I\I\I\IIII\I\I\I FEEEEErrr el
ctcagtgtagttgtgtggaagttattgaccattgtcgctgctaatcgaaatagaatggag

aattttgtttatcataattcagcattccaccactcacgatctgatctcagtgagaaaaat
FEEEEEErrrrrrrr et et et rrrerrr et et e e e
aattttgtttatcataatcaagcattccatcactcacaatctgatctcagtgagaaaaat

caacctgcaactcttggaacaagataa 1656
FEETEEEEErrrrr et rrrrnl

caacctgcaactcttggaacaagataa 1656

Score
Identi
Strand

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Length = 1656

= 3051 bits (1539), Expect = 0.0

ties

= 1620/1647 (98%)

= Plus / Plus

10

10

70

70

gtctcctgtctattggcaggagcaggcagecttgatccagea

I\I\I\IIII\I\I\I\II\I\I\I\ FEErrerrrrrerrrr et rrrrrrrr el
ataattcaatttctggtggtctcctgtctattggcaggagcaggeggecttgatccagea

gccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtattatactgag
FEEEEEEEErr e rrrrrrrrrrrrrrrrrrerrr ettt e e e
gccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtattatactgag

gcctcatcagcattcattgttgtgaagttaatgectacaattgactcgecgattagtgga
FEEEEEEEErrr et rrrrrrrrrrrrrrrrrrerrr et et e e e
gcctcatcagcattcattgttgtgaagttaatgcctacaattgactcgccgattagtgga

ggtgagaatttggaaacgattaggaaccagttgattccaactcggaggagacgccggttt

FEEEEEEEErrrrr e rrrrrrrrrrrrrrerrrrr e e
ggtgagaatttggagacaattaggaaccagttgattccaactcggaggagacgccggttt

gcactagtaaaggcaaataaaaatgctgcggctatactcaatctcaaaaatgca

gcagtagcactagtaaaggcaaatgaaaatgctgcggctatactcaatctcaaaaatgcea

atccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatcactaggaacg
FErrerrrrrerrrr o rrrrerrrrrr trrr et e e e

atccaaaaaacaaatgcggcagttgcagacgtggtccaggccacacaatcactaggaacg

gcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaattacagcagec
FErrrrrrrrerrrrrer e et e et et r e

gcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaattacagcagcecce

Simian virus 5 F gene for fusion protein,

1449

1509

1509

1569

1569

1629

1629

69
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129
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Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

1030

1030

1090

1090

1150

1150

1210

1210

1270

1270

1330

1330

1390

1390

1450

1450

1510

1510

aattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttgaccgagttyg

ataagtgcagctgagcttctctcatcagggttattgacaggccagattgtgggattagat
FEEEEEEErrrr ettt rrrrrerrr et et e
ataagtgcagctgagcttctctcatcagggttattaacaggccagattgtgggattagat

ttgacctatatgcagatggtcataaaaattgagctgccaactttaactgtacaacctgeca
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrerrr ettt r e
ttgacctatatgcagatggtcataaaaattgagctgccaactttaactgtacaacctgca

caattaccaacacgtgttattgtgactggcagcttgatccaagecctatccegecategeaa

FEEEEEEEEErr et rrrrrrrrrrrrrrrrerrrerrrrrrr e rrrr
caattaccaacacgtgttatggtgactggcagcttgatccaagecctatccegecatctcaa

tgcactattacacccaacactgtgtactgtaggtataatgatgcccaagtactctcagat

FEEEEEEE Lt rrrrrrrrrrrrrrerrrerrr et e
tgcactatcacacccaacactgtgtactgtaggtataatgatgcccaagtactctcagat

gatacgatggcttgcctccaaggtaacttgacaagatgcaccttctcteccggtggttggg

FErrr rrrreerrrre rerrerrrrrre et e e e e e et rrr e
gatactatggcttgccttcaaggtaacttgacaagatgcaccttcetectecagtggttggg

agctttctcactcgattcatgctgttcgatggaatagtttatgcaaattgcaggtcgatg
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrrrrerrr et e e e e e
agctttctcactcgattcgtgctgttcgatggaatagtttatgcaaattgcaggtcgatg

ttatgcaagtgcatgcagcctgctgctgtgatcctacagecgagttcatccectgtaact
PP Errrr e rrrrrrrrrrrrrrrrerrre et e e
ttgtgcaagtgcatgcagcctgctgctgtgatcctacageccgagttcatccectgtaact

gtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagattcaccatcact

FEErrrrrerrrrrrrrrerrrrrr et rrrrrrr et rrrr e e
gtcattgacatgtacaaatgtgtgagtttgcagcttgataatctcagattcaccatcact

ca gccaatgtaacctacaatagcaccatcaagcttgaaacatcccagatcettgect

caattggccaatgtaacctacaatagcaccatcaagcttgaatcatcccagatcttgect

ctacaacacttagcacaaagtgacacatacctttctgcaatcacatcagctacgactaca

ctacaacacttagcacagagtgacacatacctttctgcaatcacatcagctacgactaca

agtgtattatccataatggcaatctgtcttggatcgttaggtttaatattaataatcttg
FEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrrrrrert terrrrrrrrrrrn
agtgtattatccataatagcaatctgtcttggatcgttaggtttcatattaataatcttg

ctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaatagaatggag
FEEEEEEErrr ettt rrrrerrr et et e e e
ctcagtgtagttgtgtggaagttattgaccattgtcgctgctaatcgaaatagaatggag

609

669

669

g 729

729

789

789

849

909

%09

969

969

1029

1029

1089

1089
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1209
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1449
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Query:

Sbjct:

Query:

Sbjct:

[ >9i]49455244|emb|AJ749988.1|

1570

1570

1630

1630

aattttgtttatcataattcagcattccaccactcacgatctgatctcagtgagaaaaat 1629

aattttgtttatcataatcaagcattccatcactcacaatctgatctcagtgagaaaaat 1629

caacctgcaactcttggaacaagataa 1656
FEETEEEErrrrrr el

caacctgcaactcttggaacaagataa 1656

Score

Identi

Strand
Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Length = 1656

= 3035 bits (1531), Expect = 0.0

ties

= 1618/1647 (98%)

= Plus / Plus

10

10

70

70

gtctcctgtctattggcaggagcaggcagecttgatccagea

I\I\I\IIII\I\I\I\II\I\I\I\ FEEEEEEEErrr ettt el
ataattcaatttctggtggtctcctgtctattggcaggagcaggecggecttgatccagea

gcctcatcagcattcattgttgtgaagttaatgcctacaattgactcgeccgattagtgga
FEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrrrerrrer et e
gcctcatcagcattcattgttgtgaagttaatgecctacaattgactcgeccgattagtgga

tgtaatataacatcaatttcaagctataatgcaacagtgacaaaactcctacagccgatce
FEEEEEEEErrr et rrrrrrrrrrrrrrrrrrrrerrr et et rrrrrn

tgtaatataacatcaatttcaagctataatgcaacagtgacaaaactcctacageccgatc

ggtgagaatttggaaacgattaggaaccagttgattccaactcggaggagacgccggttt

CEErrrrrerrrrr re rrrrrrr et r e e e e e e
ggtgagaatttggagacaattaggaaccagttgattccaactcggaggagacgccggttt

gcactagtaaaggcaaataaaaatgctgcggctatactcaatctcaaaaatgca

gcagtagcactagtaaaggcaaatgaaaatgctgcggctatactcaatctcaaaaatgcea

atccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatcactaggaacg

atccaaaaaacaaatgcggcagttgcagacgtggtccaggccacacaatcactaggaacyg

gcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaattacagcagcecc
FEEEEEErrrr e rrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn

gcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaattacagcagcec

aattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttgaccgagttyg
FEEEEEEEErrr ettt rrrrrrrrrrrrrrrrrrerrrer et e e e
aattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttgaccgagttg

Simian virus 5 F gene for fusion protein,

69

69

129

129

189

189

249

249

309

309

369

369

429

429

489

489

549

549

609

609

669

669

g 729

729
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genomic RNA, isolate MEL
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RID=1096573700-15934-119465761816.BLASTQ4,
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

1030

1030

1090

1090

1150

1150

1210

1210

1270

1270

1330

1330

1390

1390

1450

1450

1510

1510

1570

1570

1630

1630

ataagtgcagctgagcttctctcatcagggttattgacaggccagattgtgggattagat

Frrrrrrrrreerrrrerrrrrerrrrreerrrr e rrrr e e e e e e
ataagtgcagctgagcttctctcatcagggttattaacaggccagattgtgggattagat

ttgacctatatgcagatggtcataaaaattgagctgccaactttaactgtacaacctgca
FEEEEEErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrre et rrrrrn
ttgacctatatgcagatggtcataaaaattgagctgccaactttaactgtacaacctgceca

acccagatcatagatctggccaccatttctgcattcattaacaatcaagaagtcatggec
FEErrrrrrrerrrrrerrrrre et e et et e e

acccagatcatagatctggccaccatttctgcattcattaacaatcaagaagtcatggcece

caattaccaacacgtgttattgtgactggcagcttgatccaagcctatccegecatcgeaa

FErrrrrrerrrrrrrrerr trrrerr e e et e e e e e
caattaccaacacgtgttatggtgactggcagcttgatccaagcctatcccgecatctcaa

tgcactattacacccaacactgtgtactgtaggtataatgatgcccaagtactctcagat

FEEEEEEE Lt rrrrrrrrrrrrrrerrr et et e e e
tgcactatcacacccaacactgtgtactgtaggtataatgatgcccaagtactctcagat

gatacgatggcttgcctccaaggtaacttgacaagatgcaccttctcteccggtggttggg

PEEEE L bt rrrrrrrrrrrrrrrrrrrerrrerrrerert trrrrrrn
gatactagggcttgccttcaaggtaacttgacaagatgcaccttcetetecagtggttggg

agctttctcactcgattcatgctgttcgatggaatagtttatgcaaattgcaggtcgatg

Frrrrrrrrreerrrrer rrrerrrrrr et e et e e
agctttctcactcgattcecgtgetgttecgatggaatagtttatgcaaattgecaggtegatyg

ttatgcaagtgcatgcagcctgctgctgtgatcctacageccgagttcatccectgtaact
Pt rrrrrr e rrrrrrrrrrrrrrrrrrrrrerrrrr et rrrrrrn
ttgtgcaagtgcatgcagcctgctgectgtgatcctacageccgagttcateccecctgtaact

gtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagattcaccatcact
FEEEEEEErrrr et et rrerrr ettt e e e
gtcattgacatgtacaaatgtgtgagtttgcagcttgataatctcagattcaccatcact

ca gccaatgtaacctacaatagcaccatcaagcttgaaacatcccagatettgect

caattggccaatgtaacctacaatagcaccatcaagcttgaatcatcccagatcttgect

ctacaacacttagcacaaagtgacacatacctttctgcaatcacatcagctacgactaca

ctacaacacttagcacagagtgacacatacctttctgcaatcacatcagctacgactaca

agtgtattatccataatggcaatctgtcttggatcgttaggtttaatattaataatcttyg

Frrrrrrrrreerrrre rerrerrrrre et e e et e e e e
agtgtattatccataatagcaatctgtcttggatcgttaggtttcatattaataatcttg

ctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaatagaatggag
FEEEErrrrr et rerrerrrerrr e rrrrrrn
ctcagtgtagttgtgtggaagttattgaccattgtcgctgctaatcgaaatagaatggag

aattttgtttatcataattcagcattccaccactcacgatctgatctcagtgagaaaaat
Frrrerrrrreerrrrer o rrerrrrrr et e rrrrr e e e

aattttgtttatcataatcaagcattccatcactaacaatctgatctcagtgagaaaaat

caacctgcaactcttggaacaagataa 1656

caacctgcaactcttggaacaagataa 1656

789

789

849

909

%09

969

969

1029

1029

1089

1089

1149

1149

1209

1209

1269

1269

1329

1329

1389

1389

1449

1449

1509

1509

1569

1569

1629

1629
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[:>gi\49455250\emb\AJ749991.1\

Score

Identities

Strand =
Query: 1
Sbjct: 1
Query: 61
Sbjct: 61
Query: 121
Sbjct: 121
Query: 181
Sbjct: 181
Query: 241
Sbjct: 241
Query: 301
Sbjct: 301
Query: 361
Sbjct: 361
Query: 421
Sbjct: 421
Query: 481
Sbjct: 481
Query: 541
Sbjct: 541
Query: 601
Sbjct: 601
Query: 661
Sbjct: 661
Query: 721
Sbjct: 721
Query: 781
Sbjct: 781

Length = 1656

= 3029 bits (1528), Expect = 0.0

= 1624/1656 (98%)

Plus / Plus

atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcagectt
FEEEEEErrr rrrrr e rrrrrrrrrrrrrrrrrrrrrerrrert terrrrrrrn
atgggtactagaattcaatttctggtggtctcctgtctattggcaggatcaggcagectt

tatactgaggcctcatcagcattcattgttgtgaagttaatgectacaattgactegeeg

P Errrr et e rrrrerrrrr e e e e
tacactgaggcttcatcagcattcattgttgtgaagttaatgecctacaattgactcgecg

ggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta

attagtggatgtaatataacatccatttcaagctataatgcaacagtgacaaaactccta

cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga

Frrrrrrrrreerrrrerrr rerrrrerrr e e e e e
cagccgatcggtgagaatttagagacaattaggtaccagttgattccaactcggaggaga

cgccggtttgcaggggtggtgattggattagectgcattaggagtagctactgeccgecacag
FEEEEErrrrrr e rrrrrrrrerrrr et e e rrrrrn
cgccggtttgcaggggtggtgattggattageccgecattaggagtagectactgeccgcacag

gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatcte
FErrrrrrrrerrrrrerrrrrererrreert rerrrrre et rrrrrrr e e

gtcactgccgcagtagcactagtaaaggcaaacaaaaatgctgtggctatactcaatcte

aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca

aaaaatgcaatccaaaaaacaaatgcagcagttgcagatgtggtccaggccacacaatca

gcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt

I\I\I\|||I\I\|\I\ll\l\l\l\llll\l\l\l\l FEEEEEEEE et
ctaggaacggcagttcaagcagttcaagatcacataaatagtgtggtaagtccagcaatt

acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg

FEEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrerrrerrr e et rrrrn
acagcagccaattgtaaagcccaagatgctatcattggctcaatcctcaatctetatttg

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca

actgagttgacaactatcttccacaatcaaattacaaaccccgcattgagtcectattaca

attcaagctttaaggatcctactggggagtaccttgeccgactgtggtcgaaaaatcttte
FEEEEErrrr et e e e e
attcaagctttaaggatcctactagggagtaccttgccgactgtggtcgaaaaatctttt

aatacccagataagtgcagctgagcttctctcatcagggttattgacaggccagattgtyg
FEEEEEEErrrrrr et rrerrr et et e e e e
aatacccagataagcgcagctgagcttctctcatcaggattattgacaggccagattgtg

Simian virus 5 F gene for fusion protein,

60

60

120

120

180

180

240

300

300

360

360

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

[:>gi\49455248\emb\AJ749990.1\

841

841

901

1021

1021

1081

1081

1141

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

caacctgcaacccagatcatagatctggccaccatttctgcattcattaacaatcaagaa
FErrrrrrrrerrrrrer e et e et et et r e

caacctgcaacccagatcatagatctggccaccatttctgcattcattaacaatcaagaa

gtcatggcccaattaccaacacgtgttattgtgactggcagettgatccaagectatcce

LEorrrrrrrrrrrrrrerrr e e et e et r et r e e
gttatggcccaattaccaacacgtgttattgtgactggcagcttgatccaagecctatcce

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta

gcatcgcaatgcactatcacacccaacactgtgtactgtaggtataatgatgcccaagta

ct gtaacttgacaagatgcaccttctctccg

I\I\I\IIII\I\I\I\II\I\I\ I\IIII\I\I\I\II\I\I\I\||||\|\|\|\||
ctctcagatgatacgatggcttgectccaaggtaacttgacaagatgcacctteteteca

gt gagctttctcactcgattcatgctgttcgatggaatagtttatgcaaattge

|\I\I\IIII\I\I\I\II\I\I\I\| FErrrrrrrrrrr e et rrrrrrrrnd
gtggttgggagctttctcactcgattegtgetgttegatggaatagtttttgcaaattge

aggtcgatgttatgcaagtgcatgcagcctgectgctgtgatcctacageccgagttcatcee
FEEEErrrrrr rrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn
aggtcgatgttgtgcaagtgcatgcagcctgctgctgtgatecctacageccgagttcatcece

cctgtaactgtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagattc
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrerrr e et e e e
cctgtaactgtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagatte

atcttgcctattgatccgttggatatatcccagaatctagectgecggtgaataagagtcta

FEEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrrrrrert trrrrrrrrrrrrn
atcttgcctattgatccattggatatatcccagaatctagectgcagtgaataagagtcta

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet

agtgatgcactacaacacttggcacaaagtgacacatacctttctgcaatcacatcaget

acgactacaagtgtattatccataatggcaatctgtcttggatcgttaggtttaatatta

Frrrrrrrrreerrrrerrrrrerer rerrrr et e e e
acgactacaagtgtattatccataatagcaatctgtcttggatcgttaggtttaatatta

ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaat
FEEEEErrrrrrr e rrrrrrrrrrrrrrrrrrrrrrrerer terrrrrrrrrrn
ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcgctgctaatcgaaat

agaatggagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt
FEEEEEEErrrr ettt rrrrrrrrrrrrrrrrrrerere et e
agaatggagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt

gagaaaaatcaacctgcaactcttggaacaagataa 1656

gagaaaaatcaacctgcaactcttggaacaagataa 1656

Score
Identi
Strand

Length = 1656

= 3029 bits (1528), Expect = 0.0

ties

= 1624/1656 (98%)

= Plus / Plus

Simian virus 5 F gene for fusion protein,

900

900

960

960

1020

1020

1080

1080

1140

1140

1200

1200

1260

1260

g 1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

genomic RNA, isolate 78524
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RID=1096573700-15934-119465761816.BLASTQ4,
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

61

61

121

121

181

421

421

481

721

721

781

atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcagectt
FEEEEEErrr e rrrrrrrrrrrrrrrrrrrrrererert terrrrrrrn
atgggtactagaattcaatttctggtggtctcctgtctattggcaggatcaggcagectt

tatactgaggcctcatcagcattcattgttgtgaagttaatgectacaattgactegeeg

PPt ettt rrrrrrrrrrrrrrrrrerrr e et e e
tacactgaggcttcatcagcattcattgttgtgaagttaatgcctacaattgactcgecg

ggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta

attagtggatgtaatataacatccatttcaagctataatgcaacagtgacaaaactccta

cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga

Frrrrerrrreerrrrerrr re v reerrr et e e e e e
cagccgatcggtgagaatttagagacaattaggtaccagttgattccaactcggaggaga

cgccggtttgcaggggtggtgattggattagectgcattaggagtagctactgeccgecacag
FEEEEEErrrr et rrrrrrrrerrrer et e e rrrrrn
cgccggtttgcaggggtggtgattggattageccgecattaggagtagectactgecgcacag

gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatcte
FErrrrrrrrerrrrrerrrrrererrreert rerrrrr e et rrr e e e

gtcactgccgcagtagcactagtaaaggcaaacaaaaatgctgtggctatactcaatcte

aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca

aaaaatgcaatccaaaaaacaaatgcagcagttgcagatgtggtccaggccacacaatca

gcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt

I\I\I\|||I\I\|\I\ll\l\l\l\llll\l\l\l\l FEEEEEEEE et
ctaggaacggcagttcaagcagttcaagatcacataaatagtgtggtaagtccagcaatt

acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg

FEEEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrerrrerrrr et rrrrrn
acagcagccaattgtaaagcccaagatgctatcattggctcaatcctcaatctetatttg

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca

actgagttgacaactatcttccacaatcaaattacaaaccccgcattgagtcectattaca

attcaagctttaaggatcctactggggagtaccttgeccgactgtggtcgaaaaatcttte
FEEEEEErrr ettt e
attcaagctttaaggatcctactagggagtaccttgccgactgtggtcgaaaaatctttt

aatacccagataagtgcagctgagcttctctcatcagggttattgacaggccagattgtyg
FEEEEEErrrrr et et rrerrrer et e e e
aatacccagataagcgcagctgagcttctctcatcaggattattgacaggccagattgtg

gtcatggcccaattaccaacacgtgttattgtgactggcagcttgatccaagectatccce

PP Err et rrrrrrrrrrrrrrerrr e et e e
gttatggcccaattaccaacacgtgttattgtgactggcagettgatccaagectatcec

60

60

120

120

180

180

240

240

300

300

360

360

420

420

480

480

540

540

600

600

660

660

720

720

780

780

840

840

900

900

960

960

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

[ >gi[49455242|emb|AJ749987.1]

961

1021

1021

1081

1081

1141

1141

1201

1201

1261

1261

1321

1321

1381

1381

1441

1441

1501

1501

1561

1561

1621

1621

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta

gcatcgcaatgcactatcacacccaacactgtgtactgtaggtataatgatgcccaagta

ct gtaacttgacaagatgcaccttctcteeg

I\I\I\Illl\l\l\l\ll\l\l\ I\Illl\l\l\l\ll\l\l\l\||||\|\|\|\||
ctctcagatgatacgatggcttgectccaaggtaacttgacaagatgcaccttetcteca

gt gagctttctcactcgattcatgetgttcgatggaatagtttatgcaaattge

|\I\I\IIII\I\I\I\II\I\I\I\| FEEEEEEEEr ettt el
gtggttgggagctttctcactcgattegtgectgttegatggaatagtttttgcaaattge

aggtcgatgttatgcaagtgcatgcagcctgctgctgtgatecctacageccgagttcatcece
FEEEErrrrrr rrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrr e et rrrrrn
aggtcgatgttgtgcaagtgcatgcagcctgcectgectgtgatcecctacagecgagttcatcece

cctgtaactgtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagatte
FEEEEErrrrrr e rrrrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrn
cctgtaactgtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagattc

accatcactcaattggccaatgtaacctacaatagcaccatcaagcttgaaacatcccag

accatcactcaattggccaatgtaacctacaatagcaccatcaagcttgaaacatcccag

atcttgcctattgatccgttggatatatcccagaatctagectgecggtgaataagagtcta

FEErrrrrerrrrrrrr rrrrrrrerr e e et rrr e et terr e
atcttgcctattgatccattggatatatcccagaatctagctgcagtgaataagagtcta

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet

agtgatgcactacaacacttggcacaaagtgacacatacctttctgcaatcacatcaget

acgactacaagtgtattatccataatggcaatctgtcttggatcgttaggtttaatatta

FEEEEEEEErrr ettt rrrrrrrrrrerrrerrrrr et e e
acgactacaagtgtattatccataatagcaatctgtcttggatcgttaggtttaatatta

ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaat

Frrrrrrrrreerrrrerrrrrerrrrree et et e et rer e e
ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcgectgctaatcgaaat

agaatggagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt

FEEEEEErrrrr e rrrrrrrrrrrrrrrrrrrrrerrr e et r e
agaatggagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt

gagaaaaatcaacctgcaactcttggaacaagataa 1656
FEEEEEEEEEr el

gagaaaaatcaacctgcaactcttggaacaagataa 1656

Score
Identi
Strand

Query:

Sbjct:

Query:

Sbjct:

Length = 1656

= 3027 bits (1527), Expect = 0.0

ties

= 1617/1647 (98%)

= Plus / Plus

gtctcctgtctattggcaggagcaggcagecttgatccagea

I\I\I\IIII\I\I\I\II\I\I\I\ FEEETEEEErrr ettt el
ataattcaatttctggtggtctcctgtctattggcaggagcaggecggecttgatccagea

gccctcatgcaaatcggtgtcattccaacaaatgtceccggcaacttatgtattatactgag

FEEEEEErrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrerrrer et rrr e
gccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtattatactgag

Simian virus 5 F gene for fusion protein,

1020

1020

1080

1080

1140

1140

1200

1200

1260

1260

1320

1320

1380

1380

1440

1440

1500

1500

1560

1560

1620

1620

69

69

129

129

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

genomic RNA, isolate LN
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

1030

1030

1090

ggtgagaatttggaaacgattaggaaccagttgattccaactcggaggagacgccggttt

FEEEEEEEErrrrr e rrrrrrrrrrrrrrrrrrrrrrrerrr et e e e e
ggtgagaatttggagacaattaggaaccagttgattccaactcggaggagacgccggttt

gcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatctcaaaaatgcea
Frrrrrrrrreerrrrerrrrrer rrrrerrrr et e e e e

gcagtagcactagtaaaggcaaatgaaaatgctgcggctatactcaatctcaaaaatgca

atccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatcactaggaacg
FErrerrrrreerrr o rrrrrrrrrrr trrr e et e e e

atccaaaaaacaaatgcggcagttgcagacgtggtccaggccacacaatcactaggaacg

ataagtgcagctgagcttctctcatcagggttattgacaggccagattgtgggattagat
FEEEEEErrrrr e rrrrrerrrrr ettt rrrrrrn
ataagtgcagctgagcttctctcatcagggttattaacaggccagattgtgggattagat

ttgacctatatgcagatggtcataaaaattgagctgccaactttaactgtacaacctgca
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrerrr et et e e
ttgacctatatgcagatggtcatgaaaattgagctgccaactttaactgtacaacctgca

caattaccaacacgtgttattgtgactggcagcttgatccaagectatccegecatcgeaa

FEEEEEEEErrr ettt rrrrrrrrrrrrrrrrrrrrerrrerrr e rrer
caattaccaacacgtgttatggtgactggcagcttgatccaagecctatccegecatctcaa

tgcactattacacccaacactgtgtactgtaggtataatgatgcccaagtactctcagat

FEEEEEEE Lttt rrrrrrrrrrerrrerrr et et
tgcactatcacacccaacactgtgtactgtaggtataatgatgcccaagtactctcagat

gatacgatggcttgcctccaaggtaacttgacaagatgcaccttctcteccggtggttggg

FErre rrrreerrrre rerrerrrrree et e e e e e et rrr e
gatactatggcttgccttcaaggtaacttgacaagatgcaccttetectecagtggttggg

agctttctcactcgattcatgctgttcgatggaatagtttatgcaaattgcaggtcgatg

189

189

249

249

309

309

369

369

429

429

489

489

549

549

g 609

609

669

669

g 729

729

789

789

849

909

%09

969

969

1029

1029

1089

1089

1149
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Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

[:>gi\6070393|dbjIAB033629.1|

1090

1150

1150

1210

1210

1270

1270

1330

1330

1390

1390

1450

1450

1510

1510

1570

1570

1630

1630

ttatgcaagtgcatgcagcctgctgctgtgatcctacagecgagttcateccectgtaact

PP EErr e rrrrrrrrrrrrrrerrr ettt e e
ttgtgcaagtgcatgcagcctgetgecgtgatectacagecgagttcatcecctgtaact

gtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagattcaccatcact

FEEEEEEEErrr ettt e rrerrrrr et e e e
gtcattgacatgtacaaatgtgtgagtttgcagcttgataatctcagattcaccatcact

caattggccaatgtaacctacaatagcaccatcaagcttgaaacatcccagatcttgect
FEEEErrrrrrr e rrrrrrrrrrrrrrrrrrrrrrrr trrrrrrrrrrrrrrn

caattggccaatgtaacctacaatagcaccatcaagcttgaatcatcccagatcttgect

attgatccgttggatatatcccagaatctagctgcggtgaataagagtctaagtgatgeca
FEEEEEEErrrr et rrrrrrrrrrrrrrrrrrrrrerrr et et e rrrrrn
attgatccgttggatatatcccagaatctagctgcggtgaataagagtctaagtgatgcea

ctacaacacttagcacaaagtgacacatacctttctgcaatcacatcagctacgactaca
FErrrrrrrrerrrrre rerre et e et et e e e

ctacaacacttagcacagagtgacacatacctttctgcaatcacatcagctacgactaca

agtgtattatccataatggcaatctgtcttggatcgttaggtttaatattaataatcttg

FEEEEEEEErrr et rrrrrrrrrrrrrrrrrrrrrrrert rtrrrrrrrrrrrrn
agtgtattatccataatagcaatctgtcttggatcgttaggtttcatattaataatcttyg

gaagttattgaccattgtcactgctaatcgaaatagaatggag

I\I\|\||||\|\I\I\II\I\I\I\IIII\I\I\I FEEETEEEErrrrrrrrrrrrnd
ctcagtgtagttgtgtggaagttattgaccattgtcgectgctaatcgaaatagaatggag

aattttgtttatcataattcagcattccaccactcacgatctgatctcagtgagaaaaat
FEErrrrrerrrrrrrer rrrrrerrt rerrr et rerrr e e e

aattttgtttatcataatcaagcattccatcactcacaatctgatctcagtgagaaaaat

caacctgcaactcttggaacaagataa 1656
FEETEEEErrrrrrrr el

caacctgcaactcttggaacaagataa 1656

Simian parainfluenza virus 5 SV5 F mRNA

complete cds

Length = 1696
Score = 2942 bits (1484), Expect = 0.0
Identities = 1613/1656 (97%)
Strand = Plus / Plus
Query: 1 atgggtactataattcaatttctggtggtctcctgtctattggcaggagcaggcagectt
FEEEEEEErr rrrr e rrrrrrrrrrrrrrrrrrrrerrrer e terrrrrrrn
Sbjct: 24 atgggtactagaattcaatttctggtggtctcctgtctattggcaggaacaggcagectt
Query: 61 gatccagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat
FEEEEEEEEErr et rrrrrrrrrrrrrrerrrerrrrr et r e
Sbjct: 84 gatccagcagccctcatgcaaatcggtgtcattccaacaaatgtccggcaacttatgtat
Query: 121 tatactgaggcctcatcagcattcattgttgtgaagttaatgcctacaattgactcgecg
Frrrrrrrrrr rrrrerrrrrerrrrr e et e e e et r e
Sbjct: 144 tatactgaggcttcatcagcattcattgttgtgaagttaatgcctacaattgactcgecg
Query: 181 attagtggatgtaatataacatcaatttcaagctataatgcaacagtgacaaaactccta
FErrrrrrreerrrrerrrrrr rrrreerrrr e e e e et rer e e
Sbjct: 204 attagtgggtgtaatataacatccatttcaagctataatgcaacaatgacaaaacttcta

1149

1209

1209

1269

1269

1329

1329

1389

1389

1449

1449

1509

1509

1569

1569

1629

1629
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83
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Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

1021

1044

1081

1104

1141

1164

1201

cagccgatcggtgagaatttggaaacgattaggaaccagttgattccaactcggaggaga

CErrrrrrerrrrrrererr e rerrr et rrrrr e e e e e e
cagccgatcggtgagaatttagagacgattaggtaccagttgattccaactcggaggaga

cgccggtttgecaggggtggtgattggattagectgcattaggagtagetactgecgeacag

FEEEEEEEErrr ettt rrrrrrrrerererrr et rrrrn
cgccggtttgecaggggtggtgattggattagecgecattaggagtagectactgcagecacag

gtcactgccgcagtagcactagtaaaggcaaataaaaatgctgcggctatactcaatcte

I\I\I\IIII\I\I\I\II\I\I\I\III FEEEEEEEr e et
gtcactgccgcagtagcactagtaaaggcgaataaaaatgctgtggctatactcaatcte

aaaaatgcaatccaaaaaacaaatacagcagttgcagatgtggtccaggccacacaatca

aaaaacgcaatccaaaaaacaaatgcagcagttgcagacgtggttcaggccacacaatca

ctaggaacggcagttcaagcagttcaagatcacataaacagtgtggtaagtccagcaatt
FEEEEErrrrr et rrrrrrrrrrrrrrr rrerrrer et e e rrrrrn
ctaggaacggcagttcaagcagttcaagatcacataaatagtgtggtaagtccagcaatt

acagcagccaattgtaaggcccaagatgctatcattggctcaatcctcaatctctatttg
FEEEEEErrrrrrr e rrrrrrrrrrrrrrrrrrrrrrrert rrrrrrrrrrrrrn
acagcagccaattgcaaagcccaagatgctatcattggctcaattctcaatctctatttg

accgagttgacaactatcttccacaatcaaattacaaaccctgcattgagtcctattaca

accgagttgacaactatcttccacaatcaaattacaaaccccgcattgagtcctattaca

attcaagctttaaggatcctactggggagtaccttgecgactgtggtcgaaaaatcttte

FEEEEEEErrr ettt et rerrr et e e
attcaagctttgaggatcctactagggagtaccttgecgaccgtggtcgaaaaatettte

ggattagatttgacctatatgcagatggtcataaaaattgagctgccaactttaactgta

Frrrrrrrrreerrrrr rerrerrrrr e et et e e e
ggattagatttgacctacatgcagatggtcataaaaattgagctgccaactttaactgta

caacctgcaacccagatcatagatctggccaccatttctgcattcattaacaatcaagaa
FEEEEEErrrrr et rrrrrrrrrrrrerrre et rrrrrrrn

caacctgcaacccagatcatagatctggtcaccatttctgcattcattaacaatcaagaa

gtcatggcccaattaccaacacgtgttattgtgactggcagcttgatccaagecctatcce
PP Errr e rrrrrrrrrrrrrrerrrer e e e
gttatggcccaattaccaacacgtgttattgtgactggcagcttgatccaagectatccce

gcatcgcaatgcactattacacccaacactgtgtactgtaggtataatgatgcccaagta

gcatcgcaatgcactatcacccccaacactgtgtactgtaggtataatgatgcccaagta

ct gtaacttgacaagatgcaccttctcteeg

I\I\I\llll\l\l\l\ll\l\l\ I\llll\l\l\l\ll\l\l\l\||||\|\|\|\||
ctctcagatgatacgatggcttgectccaaggtaacttgacaagatgcaccttetcteca

gt gagctttctcactcgattcatgetgttcgatggaatagtttatgcaaattge

|\I\I\IIII\I\I\I\II\I\I\I\| FEEEEEE Tttt
gtggttgggagctttctcactcgattegtgectgtttgatggaatagtttatgcaaattge

aggtcgatgttatgcaagtgcatgcagcctgctgctgtgatecctacageccgagttcatcece
FEEErrrrrrr et rrrrrrrrrrrrrrrrrr rrerrrerrrrr et rrrrn
aggtcgatgttgtgcaagtgcatgcagcctgectgectgttatcecctacagecgagectcatcee

cctgtaactgtcattgacatgtacaaatgtgtgagtctgcagcttgacaatctcagatte

300

323

360

383

420

443

480

503

540

563

600

623

660

683

720

743

780

803

840

863

900

923

960

983

1020

1043

1080

1103

1140

1163

1200

1223

1260
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Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

Query:

Sbjct:

1224

1261

1284

1321

1344

1381

1404

1441

1464

1501

1524

1561

1584

1621

1644

accatcactcaattggccaatgtaacctacaatagcaccatcaagcttgaaacatcccag

accatcactcaattggccaatataacctacaatagcaccatcaagcttgaaacatcccag

atcttgcctattgatccgttggatatatcccagaatctagectgecggtgaataagagtcta

FEEEEEEEErr rrrr e rrrrrrrrrrrrrrerrrerrr et e e e e
atcttgcctatcgatccgttggatatatcccagaatctagectgecggtgaataagagtcta

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcagcet
FEEEEEErrrrr et rrrrrrrrrrrrrrrrrrrrrrrerrrer et rrrrrrn

agtgatgcactacaacacttagcacaaagtgacacatacctttctgcaatcacatcaget

acgactacaagtgtattatccataatggcaatctgtcttggatcgttaggtttaatatta
FEEEEEEErrrr e rrrrrrrrrrrrrrerrr et et rrrrrrn
acgactacaagtgtattatccataatagcaatctgtcttggatcgttaggtttaatatta

ataatcttgctcagtgtagttgtgtggaagttattgaccattgtcactgctaatcgaaat
FEEEEEErrrr e rrrrrrrrrrrrrrrrrrrrrrrert rrrrrrrrrrrrn
ataatcttgctcagtgtagttgtgtggaagttattgaccattgttgctgctaatcgaaat

gagaattttgtttatcataattcagcattccaccactcacgatctgatctcagt

I\I\I\llll\l\l\l\ll\l\l\l\ FEEEEEEEErrr et el
agaatggagaattttgtttatcataattcagcattccaccactcacggtctgatctcagt

gagaaaaatcaacctgcaactcttggaacaagataa 1656

gagaaaaatcaacctgcaactcttggaacaagataa 1679

1283

1320

1343

1380

1403

1440

1463

1500

1523

1560

1583

1620

1643

http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

[:>gi\34194404\gblBCO32915.2| lﬂ Homo sapiens cDNA clone IMAGE:5265747, partial cds

Score

Length = 586

= 44,

Identities
= Plus / Plus

Strand

Query:

Sbjct:

[ >gi]46200439|emb|BX072558.7]

1280

325

1 bits (22), Expect = 1.0
= 22/22 (100%)

atgtaacctacaatagcaccat 1301
FEETEEEEETr el

atgtaacctacaatagcaccat 346

Score

complete sequence

Length = 171364

= 44,

Identities

Strand

Query:

Sbjct:

[:>gi\45725459\emb\BX255895.6\

1 bits (22), Expect = 1.0
= 22/22 (100%)

= Plus / Minus

422

9119

aaaatgcaatccaaaaaacaaa 443

aaaatgcaatccaaaaaacaaa 9098

Score

complete sequence

Length = 159627

= 44

.1 bits (22), Expect = 1.0

[] Zebrafish DNA sequence from clone DKEY-71K18 in linkage group 8,

[J Zebrafish DNA sequence from clone CH211-241M14 in linkage group 6,

9/30/2004 3:49 PM



RID=1096573700-15934-119465761816.BLASTQ4, http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi

Identities = 22/22 (100%)
Strand = Plus / Plus

Query: 491 cagttcaagcagttcaagatca 512

FEEEEEEEEE et
Sbjct: 30477 cagttcaagcagttcaagatca 30498

[:>gi\61985\emb|X57559.l|SNDNPPMF [J Parainfluenza type 2 virus NP, P, M, F, HM and L genes for
nucleocapsid protein, phospho-protein, matrix protein,
fusion protein, hemagglutinin-neuramidase and Large
protein respectively
Length = 15646

Score = 44.1 bits (22), Expect = 1.0
Identities = 61/74 (82%)
Strand = Plus / Plus

Query: 331 gctgcattaggagtagctactgccgcacaggtcactgccgcagtagcactagtaaaggca 390
FEEEEEEEErrrrrrrr e el Pttt e el
Sbjct: 5131 gctgcattaggagtagccacagccgcacaaataactgcagctgtagcaatagtgaaaget 5190

Query: 391 aataaaaatgctgc 404

[ LT
Sbjct: 5191 aatgcaaatgctgc 5204

[:>gi\12057238\emb\AL390878.6\ [] Human DNA sequence from clone RP11-442F12 on chromosome 13, complete
sequence
Length = 209794

Score = 44.1 bits (22), Expect = 1.0
Identities = 22/22 (100%)
Strand = Plus / Plus

Query: 1280 atgtaacctacaatagcaccat 1301

FEETEEEErrrrrrrr el
Sbjct: 108012 atgtaacctacaatagcaccat 108033

[:>gi\26655523\gb|AF533012.l| [] Human parainfluenza virus 2 strain GREER, complete genome
Length = 15654

Score = 44.1 bits (22), Expect = 1.0
Identities = 61/74 (82%)
Strand = Plus / Plus

Query: 331 gctgcattaggagtagctactgccgcacaggtcactgccgcagtagcactagtaaaggca 390
FEEEErrrrreerrrer tr rrrrrrnd et e e e vl
Sbjct: 5135 gctgcattaggagtagccacagccgcacaaataactgcagctgtagcaatagtgaaaget 5194

Query: 391 aataaaaatgctgc 404

FEE TR
Sbjct: 5195 aatgcaaatgctgc 5208

[:>gi\17149791\gblACO73957.7| [J Homo sapiens BAC clone RP11-449P15 from 7, complete sequence
Length = 196204

Score = 44.1 bits (22),
Identities = 25/26 (96%)
Strand = Plus / Plus

Expect = 1.0
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Query: 45 aggagcaggcagccttgatccagcag 70
FEEEEEEEErrrrrrrr et
Sbjct: 136041 aggagcaggcagccttggtccagcag 136066

[:>gi\51890190\emb\BX664731.12| [J Zebrafish DNA sequence from clone DKEY-67N5 in linkage group 8,
complete sequence
Length = 104134

Score = 44.1 bits (22), Expect = 1.0
Identities = 22/22 (100%)
Strand = Plus / Minus

Query: 422 aaaatgcaatccaaaaaacaaa 443

FETTTEEErrr el
Sbjct: 41426 aaaatgcaatccaaaaaacaaa 41405

[:>gi\332698|gb|M60l82.l|PIFFPRO Human parainfluenza virus type 2 fusion protein gene, complete cds
Length = 2030

Score = 44.1 bits (22), Expect = 1.0
Identities = 61/74 (82%)
Strand = Plus / Plus

Query: 331 gctgcattaggagtagctactgccgcacaggtcactgccgcagtagcactagtaaaggca 390

FEEEEEEEE e e el O O O e IR O
Sbjct: 523 gctgcattaggagtagccacagccgcacaaataactgcagctgtagcaatagtgaaagect 582

Query: 391 aataaaaatgctgc 404

1] (EEEREREN
Sbjct: 583 aatgcaaatgctgc 596

[:>gi\332696|gb|M55698.lIPIFFOPB IE Human parainfluenza type 2 virus F gene, complete CDS
Length = 1882

Score = 44.1 bits (22), Expect = 1.0
Identities = 61/74 (82%)
Strand = Plus / Plus

Query: 331 gctgcattaggagtagctactgccgcacaggtcactgccgcagtagcactagtaaaggca 390
L e s s I I O o 0 O A B O
Sbjct: 389 gctgcattaggagtagccacagccgcacaaataactgcagectgtagcaatagtgaaaget 448

Query: 391 aataaaaatgctgc 404

FEEFrrrrrrnd
Sbjct: 449 aatgcaaatgctgc 462

[:>gi\45774100\emb\CR382279.1\ [J M.truncatula DNA sequence from clone XX-15G18, complete sequence
Length = 140041

Score = 42.1 bits (21), Expect = 4.0
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 605 agttgacaactatcttccacaatca 629

FEEEEEEE Tttt
Sbjct: 46325 agttgacatctatcttccacaatca 46349
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[:>gi\50839038\gblAClO2229.7| [J Mus musculus chromosome 15, clone RP24-70F9, complete sequence
Length = 202156

Score = 42.1 bits (21), Expect = 4.0
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 879 tgcattcattaacaatcaagaagtc 903

CEEET FErrr ettt
Sbjct: 77648 tgcatccattaacaatcaagaagtc 77672

[:>gi\50203518\gbIAC142256.4| [J Mus musculus chromosome 3 clone RP24-528N23, complete sequence
Length = 183488

Score = 42.1 bits (21), Expect = 4.0
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 138 agcattcattgttgtgaagtt 158
FEETEEETrr el
Sbjct: 154765 agcattcattgttgtgaagtt 154785

[:>gi\50199014\gbIACl45219.l6\ [J Medicago truncatula clone mth2-6ml, complete sequence
Length = 140462

Score = 42.1 bits (21), Expect = 4.0
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 605 agttgacaactatcttccacaatca 629

FEEEEEEE Frrr e
Sbjct: 110068 agttgacatctatcttccacaatca 110092

[:>gi\11493281\emb\AL356288.15| [J Human DNA sequence from clone RP11-6E3 on chromosome 1, complete sequenc
Length = 184469

Score = 42.1 bits (21), Expect = 4.0
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 878 ctgcattcattaacaatcaag 898

FEETEEEErrrrrrrrrrrnl
Sbjct: 143364 ctgcattcattaacaatcaag 143384

[:>gi\17402760\gb|AC026703.4| [] Homo sapiens chromosome 5 clone CTD-2029A10, complete sequence
Length = 132155

Score = 42.1 bits (21), Expect = 4.0
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 545 cagccaattgtaaggcccaag 565
FEETTEEErr et rrrd
Sbjct: 73267 cagccaattgtaaggcccaag 73287
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[:>gi\1082158|emb|Z68121.1|CET24D3 [J Caenorhabditis elegans cosmid T24D3, complete sequence
Length = 16343

Score = 42.1 bits (21), Expect = 4.0
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 74 tcatgcaaatcggtgtcattc 94

FEETTEEErr et rrtd
Sbjct: 12866 tcatgcaaatcggtgtcattc 12846

[:>gi\46240889\gb|AC118249.11\ [J Mus musculus chromosome 19, clone RP23-397G23, complete sequence
Length = 224129

Score = 42.1 bits (21), Expect = 4.0
Identities = 24/25 (96%)
Strand Plus / Minus

Query: 876 ttctgcattcattaacaatcaagaa 900

CEETTEEr et
Sbjct: 80070 ttctgcatccattaacaatcaagaa 80046

[:>gi\26093895\dbj\AKO50310.1\ nﬂ Mus musculus adult male liver tumor cDNA, RIKEN full-length
enriched library, clone:C730036F13
product:unclassifiable, full insert sequence
Length = 914

Score = 42.1 bits (21), Expect = 4.0
Identities = 24/25 (96%)
Strand Plus / Minus

Query: 876 ttctgcattcattaacaatcaagaa 900

CEETTEEr T rrrr el
Sbjct: 862 ttctgcatccattaacaatcaagaa 838

[:>gi\46559239\emb\BX649547.7\ [J Zebrafish DNA sequence from clone DKEY-19E10 in linkage group 3, complete
sequence

Length = 237569

Score = 42.1 bits (21), Expect = 4.0
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 384 aaaggcaaataaaaatgctgc 404

FEEEEEEEr el
Sbjct: 117297 aaaggcaaataaaaatgctgc 117317

Get selected sequences Select all Deselect all
Lambda K H
1.37 0.711 1.31
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Gapped
Lambda K H
1.37 0.711 1.31

Gap Penalties: Existence: 5, Extension: 2

Number of Sequences: 2615833

Number of Hits to DB: 19,220,446

Number of extensions: 1001757

Number of successful extensions: 5053

Number of sequences better than 10.0: 16

Number of HSP's better than 10.0 without gapping: 16
Number of HSP's gapped: 5053

Number of HSP's successfully gapped: 16

Number of extra gapped extensions for HSPs above 10.0: 5032
Length of query: 1656

Length of database: 11,857,287,733

Length adjustment: 23

Effective length of query: 1633

Effective length of database: 11,797,123,574
Effective search space: 19264702796342

Effective search space used: 19264702796342

A: O

X1l: 11 (21.8 bits)
X2: 15 (30.0 bits)
X3: 25 (50.0 bits)
Sl: 12 (25.0 bits)
S2: 21 (42.1 bits)
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